Annex to RASFF notifications related to GMO detection results 
RASFF number: 

Note: please compile an annex form for each sample tested  
	Parameter to be reported:
	Information provided:

	Name and address of the test laboratory
	

	Test report identification code
	<<000>>

	Laboratory sample identification code
	<<000>>

	Size of laboratory sample
	X kg

	In case of sample division:
Number and size of analytical samples
	X analytical samples of Y g

	
Number and size of test portions analyzed
	X test portions of Y mg

	Total DNA amount analysed 
 
	X ng/PCR

	Detection method(s) (please fill in one box for each detection method used):


	For qualitative methods:

Validation status: (e.g. inter-laboratory validated, in-house validated [please indicate according to which standard, guideline]) 

Description of DNA sequences detected (reference + target genes):
Specificity of the method (screening, construct-specific or event-specific):

Limit of detection (LOD) of the method, if determined:

Practical Limit of Detection (LOD related to the sample analysed), if determined:



	
	For quantitative methods 

Validation status: (e.g. inter-laboratory validated, in-house validated [please indicate according to which standard, guideline]) 

Description of DNA sequences detected (reference + target genes):
Specificity of the method (screening, construct-specific or event-specific):

Limit of quantification (LOQ) of the method, if determined:

Practical Limit of Quantification (LOQ related to the sample analysed), if determined:

Measurement uncertainty, if determined:

	GM event(s) detected
	Please indicate also the unique identifier , if available 

	% of GM events detected, if determined 
	Please indicate the Unit of measurement (e.g. mass/mass, copy number)

	Description of positive DNA target controls and reference materials
	Source and nature of the positive control and reference materials (e.g. plasmid, genomic DNA, CRM …)

	Comments


	


